Identification and validation of regulatory SNPs that modulate transcription factor chromatin binding and gene expression in prostate cancer

Supplementary Materials
Supplementary Figure S1 : Association between rs10936845 genotype, GATA2 motif, NAALADL2 expression and PCa risk. (A) The expression of NAALADL2 mRNA in patients is associated with rs6057110 genotypes. P value is calculated based on Student's t-test. (B) The A allele at rs6057110 disrupts a canonical GATA2 motif. (C) NAALADL2 mRNA levels in TCGA data set. NAALADL2 is marginally significantly upregulated in PCa compared with benign or normal prostate samples. (D) Higher NAALADL2 transcriptional activity is associated with shorter BCR-free survival in TCGA PCa dataset. P value is estimated based on the log-rank test. 
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